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Abstract. In this study the phylogenetic relationship of the Jajrud River Brown trout Salmo trutta L. 1758 in the Namak
Lake basin was analyzed using complete D-Loop sequence of the mitochondrial genome, in comparison with other
Iranian populations of the species. According to the results, Jajrud brown trout, like other Iranian brown trout
populations, belongs to the Danube phylogenetic lineage. The observed haplotype in the Jajrud population is similar to
the reported haplotype in the Karaj River. The results showed that the Namak Lake basin brown trout affined to the
Caspian populations, while its relationship to Salmo macrostigma was not confirmed. Although the Karaj and Jajrud
River haplotypes have not been observed in the Caspian Sea basin, because of its relationship to other Iranian and
Danube haplotypes, it is plausible to consider this haplotype as an old haplotype that also may exist in the Caspian Sea
basin. According to the biology of brown trout, geographic characteristics, and based on the properties of the Namak
haplotype, it may be inferred that the Namak basin brown trout populations are native to the habitat and not introduced.
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Fig. 1. Position of the Jajrud and Karaj Rivers and Namak Lake basin relative to adjacent basins (the map is produced
based on data provided in “the Gazetteer of rivers in the I.R. of Iran, (2005). The black circle denotes the approximate
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Fig. 2. Maximum Parsimony dendrogram reconstructed for the haplotypes belonging to Namak Basin, other Iranian
basin, and other phylogenetic lineages of Brown trout. The figures denoted on the branches are bootstrap values greater
than 50 %. The figures standing out of the parentheses are bootstrap values for Maximum Parsimony and the figures
between parentheses are boot strap values of the Neighbor-Joining threes. The cods before the specific names are
GenBank (NCBI) accession nos. The black and grey circles denote previously reported Iranian from the GenBank and
the haplotype observed in this study, respectively.
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